Structural Comparison of Single and Geminate Maize Streak Virus Particles
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Abstract:

Geminiviridae are a group of ssDNA plant viruses that have a unique particle architecture of twinned T=1 incomplete icosahedra, made up of 110 copies of a coat protein (CP) arranged in pentameric capsomers.  However, non-infectious, complete “single” T=1 icosahedral particles of the Nigerian strain of Maize Streak Virus have been isolated that package subgenomic ssDNA and are a component of the virus assembly pathway.  While both particles are composed of pentameric capsomers, it is believed that different conformations of the CP exist in each particle.  A structural comparison of both the single and geminate particles is underway using a combination of cryoEM and molecular modeling to uncover the structural mechanism of particle formation.

