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Informal Abstract:  While attending the March 2005 EMAN workshop I'll be wearing two different hats (hmm...maybe not hats, isn't it warm in Houston?).  First, I'm the PI of a protein crystallography laboratory.  For the past several years we have used a "fragment approach" to obtain structural information about and build models of bacterial transcription activation complexes involving the catabolite activator protein.  This approach, while moderately successful in our hands, has some obvious limitations.  Bewilderingly, we are now also in possession of a set of EM images of a whole reconstituted transcription activation complex, but we don't have a clue how to process them. We're hoping that EM imaging and 3D reconstructions will yield valuable clues that will permit us to obtain crystals and an atomic resolution structure of the whole complex.  Second, I'm a member of the Computational Center for Biomolecular Complexes and the Research Collaboratory for Structural Bioinformatics.  In this role I am currently focusing on making improvements to 3DEM data deposition and retrieval.  Learning 3DEM data processing firsthand will be tremendously valuable for this work.  I'll talk a little bit about each of these projects.

