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We are developing software to interactively explore large molecular complexes, both models and experimental data.  Large complexes pose new technical problems:  describing and navigating quaternary structure,  interpreting low-resolution density maps, modeling domain motions and molecular rearrangements.  We'll show current capabilities of our UCSF Chimera visualization program using ribosome, virus, and GroEL models and maps, and point out missing software capabilities and missing information in the archived data.

